Protein stability was analyzed using fluorescence-based thermal shift assay (FTSA, also known as differential scanning fluorimetry) 1-3 . The protein was heated at a constant rate and unfolding was studied using extrinsic fluorescence of the solvatochromic probe 8-anilino-1-naphtalensulphonate (ANS). Experiments were performed in Corbett Rotor-Gene 6000. Fluorescence intensity was monitored using the blue channel for excitation (365±20 nm) and detection (460±15 nm) with a heating rate of 1°C/min. The samples contained 0.2 mg/mL of purified INY or VLY, 100 mM of the respective buffer, and 100 µM ANS. To exclude buffer-specific effects protein stability was At pH 6.0 and 7.0, unfolding was observed when both proteins were subjected to 48-55°C.
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